Proteomic analysis of NK92-MI cells activated by neuropeptide substance P.
Substance P (SP) has been well known by its immunoregulatory properties on the functions of NK cells. However, the changes of molecules involved in the signaling pathways and effects of these molecules of NK92-MI cells activated by SP remain unclear. In this study, we explored the global changes in cellular protein expression of NK92-MI cells activated by SP by 2D-PAGE analysis. Subsequently, we demonstrated that 40 protein spots showed more than 2-fold changes, which displayed marked alterations with statistic significance (p<0.05) between the testing group and control group. Compared with the control we also found that 16 proteins were up-regulated and 24 proteins were down-regulated among the 40 differentially expressed protein spots in the NK92-MI cells activated by SP. In addition 21 differentially expressed proteins were identified by MS/MS, suggesting that those proteins may play important roles in the process of activation of NK92-MI cells by SP. Moreover, the protein Rho GDI-2, Protein DJ-1 and alpha-enolase were reconfirmed by western blotting. Taken together, these findings may provide a new insight into better understanding at the molecular mechanisms of activation of NK92-MI cells by SP.